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Introduction and Approach

Inter-species crosses, an important source for self-fruitfulness and disease resistance in the UCD Almond Variety
Development program, can also contribute to rootstock improvement since many important high-vigor and/or disease resistant
rootstocks have interspecies origins. Interspecific UCD hybrids have demonstrated continued productivity under drought stress
( see top-right image) and modified scion tree architecture when used as rootstocks (see very bottom-right image). The goal of
this project Is to collect, preserve and distribute a comprehensive sampling of the diverse germplasm developed by the UCD
variety improvement program for use by public and private researchers and breeders working to advance the development of
Improved rootstocks and interstocks. Further studies of this germplasm will also improve our understanding important disease
and drought resistant traits. The identification of appropriate germplasm is being pursued through field and laboratory
evaluations and through genomic studies to facilitate an improved understanding of the genetic basis of rootstock
performance/potential in collaboration with UCD, UCR, USDA/ARS researchers and private nurseries and breeders.
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15|F8N,6-68 F5,4-10 x Solano 69| 30.72] 2157 19.93 12.47] 14.38] 7.19] 1.89] 0.96| 23.47| 0.88] 1.02] 0.91 data COIUmn ShOWS the % Ll . .
81|F10D,3-7 Almond x P. webbii x P. persica (BC2) 84| 26.25] 20.45| 16.6| 10.62 12.64| 6.74] 1.41] 0.69] 15.35] 0.42] 0.55] 0.77 . . ; Y traits not ObVIOUS from pal’ent
72971232 |SB13,25-75 x Winters (see No. 55) 8s/NA | 2362[NA | 1342NA | saeNA | 120] 2061] 208 099 oo cultivated almond in each s, o
9|F5,13-54 (Mission x P. fenzliana) BC1 x Sonora 88| 37.19] 23.69] 1952 11.92] 16.68] 831 2.94] 1.05| 16.28] 0.7] 054] 0.68 I S Charactens“cs For examp|e the peach X P
10|F5,10-9 (Mission x P. fenzliana) BC1 x Sonora 88| 27.28| 21.12| 18.82| 12.24| 14.15| 7.04| 3.08| 0.82| 18.11| 0.61| 1.08]/ 0.99 acceSSion and the table .. ) . )
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24|Sonora Almond variety 100| 37.02| 27.7| 18.89| 13.08| 12.69| 7.8| 2.25| 152| 22.07| 0.74| 1.08] 1.13f | I I -
67|Marcona Almond variety 100| 29.38| 21.96| 25.83| 17.26| 19.62| 8.75| 5.55| 1.55| 22.22| 0.88| 1.02 1 IS apparent even In malnly . Fowler Nurserles and Paramount Farms
66| Winters Almond variety 100| 36.41] 26.33] 19.25 11.87| 14.08] 8.13] 2.09] 1.21] 22.37] 1.05] 073] 1.3 I d I .
26|Nonpareil Almond variety 100|NAc | 24.74|NA 13.49|NA 7.86|NA 1.31] 23.07| 1.02 1 1 WI germp asm f I k
65|Sweetheart | Almond variety 100] 22.47] 19.1] 18.98 12.51] 14.33] 8.84] 1.54] 0.98] 2552] 1.73| 1.12] 1.16 (Image Courtesy (0) C F ecC )




	Slide Number 1

